Abstract
Introduction

30
High salinity is a major abiotic stress that affects plant growth and development, 31 resulting in reduced survival, photosynthetic rate, mineral element uptake rate and 32 productivity (Nakashima et al. 2012) . Therefore, molecular breeding has become a 33 major means to develop stress-tolerant new plant varieties.
34
NACs are one of the important transcription factor (TF) gene families in plants. This 35 family member was first found in Petunia hybrid (Zhang et al. 2018) , and then cotyledon (CUC) (Zhang et al. 2018 ).
47
The NACs play a vital role in transcription regulation in a series of biological Table 1 ).
145
The empty pGBKT7 vector was used as a negative control and the pGBKT7-p53 
Transgenic tobacco generation
154
The cDNA fragment of NAC13 encoding region from 84K poplar was amplified by
155
RT-PCR, using a pair of primers NAC13F4 and NAC13R4 with restriction sites Xba I
156
and Sac I (Supplemental Table 1 ). It was then introduced into the binary vector 157 pBI121 driven by the CaMV35S promoter. The recombinant plasmid was transferred 158 into GV3101 for the tobacco transformation (Yao et al. 2016 ). The transgenic tobacco 159 seedlings was screened by means of resistance to kanamycin (Kana, 100 mg/L),
160
followed by PCR validation with primers NAC13F1 and NAC13R1. (Supplemental Figure 1B) and sequence alignment (Supplemental Figure 1C) To address the subcellular localization of NAC13 protein, we developed mM NaCl, respectively. After five days, we measured root length ( Fig. 4B and 4C ).
289
The results showed that root length of the transgenic lines is 1. (Fig. 5A ). 
Physiological analysis of transgenic tobacco under salt stress
316
The physiological parameters were determined under respective 0 and 150 mM NaCl 317 treatments (Fig. 6A) wilted to death, but the transgenic lines grew well (Fig. 6C) 
